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<210> 1 
<211> 1600 
*<212> DNA 
<213> E. coli 



<400> 1 

gagctaagca 

tcagctagca 

tatccaatta 

tttcgcatga 

ctattcggct 

ctgtcagcgc 

gaactgcagg 

gctgtgctcg 

gggcaggatc 

gcaatgcggc 

catcgcatcg 

gacgaagagc 

cccgacggcg 

gaaaatggcc 

caggacatag 

cgcttcctcg 

cttcttgacg 

ccaacctgcc 

gaatcgtttt 

tcttcgccca 

caacggccga 

acatcaacgg 

tgcgttcgga 

acatttggca 

tataatttct 

ttatgagatg 

acaaaatata 



catacgtcag 
aatatttctt 
gagtctcata 
ttgaacaaga 
atgactgggc 

a ggggcgccc 

acgaggcagc 

acgttgtcac 

tcctgtcatc 

ggctgcatac 

agcgagcacg 

atcaggggct 

atgatctcgt 

gcttttctgg 

cgttggctac 

tgctttacgg 

agttcttctg 

atcacgagat 

ccgggacgcc 

cgggatctct 

caagcacaac 

cgtcggcggc 

tattttcgtg 

ataaagtttc 

gttgaattac 

ggtttttatg 

gcgcgcaaac 



aaaccattat 

gtcaaaaatg 

ttcactctca 

tggattgcac 

acaacagaca 

ggttcttttt 

gcggctatcg 

tgaagcggga 

tcaccttgct 

gcttgatccg 

tactcggatg 

cgcgccagcc 

cgtgacccat 

attcatcgac 

ccgtgatatt 

tatcgccgct 

agcgggactc 

ttcgattcca 

ggctggatga 

gcggaacagg 

gccacgatcc 

gactgcccag 

gagttcccgc 

ttaagattga 

gttaagcatg 

attagagtcc 

taggataaat 



tgcgcgttca 

ctccactgac 

atccaaataa 

gcaggttctc 

atcggctgct 

gtcaagaccg 

tggctggcca 

agggactggc 

cctgccgaga 

gctacctgcc 

gaagccggtc 

gaactgttcg 

ggcgatgcct 

tgtggccggc 

gctgaagagc 

cccgattcgc 

tggggttcga 

ccgccgcctt 

tcctccagcg 

cggtcgaagg 

tgagcgacaa 

gcaagaccga 

cacagacccg 

atcctgttgc 

taataattaa 

cgcaattata 

tatcgcgcgc 



aaagtcgcct 

gttccataaa 

tctgcaccgg 

cggccgcttg 

ctgatgccgc 

acctgtccgg 

cgacgggcgt 

tgctattggg 

aagtatccat 

cattcgacca 

ttgtcgatca 

ccaggctcaa 

gcttgccgaa 

tgggtgtggc 

ttggcggcga 

agcgcatcgc 

aatgaccgac 

ctatgaaagg 

cggggatctc 

tgccgatatc 

tatgatcggg 

gatgcaccgc 

gatgatcccc 

cggtcttgcg 

catgtaatgc 

catttaatac 



aaggtcacta 

ttcccctcgg 

atctggatcg 

ggtggagagg 

cgtgttccgg 

tgccctgaat 

tccttgcgca 

cgaagtgccg 

catggctgat 

ccaagcgaaa 

ggatgatctg 

ggcgcgcatg 

tatcatggtg 

ggaccgctat 

atgggctgac 

cttctatcgc 

caagcgacgc 

ttgggcttcg 

atgctggagt 

attacgacag 

cccggcgtcc 

gatatcttgc 

gatcgttcaa 

atgattatca 

atgacgttat 

gcgatagaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1600 



<210> 2 
<211> 1574 
<212> DNA 

<213> Brassica napus 



<400> 2 
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60 



gacataccta ggatcgttca agaagctttc tttctagcta cttccggtag acccggaccg 

gttttggttg atgttcctaa ggatattcag cagcagcttg cgattcctaa ctgggatcaa 12 0 

cctatgcgct tacctggcta catgtctagg ttgcctcagc ctccggaagt ttctcagtta 180 

ggtcagatcg ttaggttgat ctcggagtct aagaggcctg ttttgtacgt tggtggtgga 24 0 

agcttgaact cgagtgaaga actggggaga tttgtcgagc ttactgggat ccccgttgcg 300 

agtactttga tggggcttgg ctcttatcct tgtaacgatg agttgtccct gcagatgctt 360 

ggcatgcacg ggactgtgta tgctaactac gctgtggagc atagtgattt gttgctggcg 420 

tttggtgtta ggtttgatga ccgtgtcacg ggaaagctcg aggctttcgc tagcagggct 480 

aaaattgtgc acatagacat tgattctgct gagattggga agaataagac acctcacgtg 54 0 

tctgtgtgtg gtgatgtaaa gctggctttg caagggatga acaaggttct tgagaaccgg 600 

gcggaggagc tcaagcttga tttcggtgtt tggaggagtg agttgagcga gcagaaacag 660 

aagttccctt tgagcttcaa aacgtttgga gaagccattc ctccgcagta cgcgattcag 720 

atcctcgacg agctaaccga agggaaggca attatcagta ctggtgttgg acagcatcag 780 

atgtgggcgg cgcagtttta caagtacagg aagccgagac agtggctgtc gtcatcaggc 840 

ctcggagcta tgggttttgg acttcctgct gcgattggag cgtctgtggc gaaccctgat 900 

gcgattgttg tggatattga cggtgatgga agcttcataa tgaacgttca agagctggcc 960 

acaatccgtg tagagaatct tcctgtgaag atactcttgt taaacaacca gcatcttggg 1020 

atggtcatgc aatgggaaga tcggttctac aaagctaaca gagctcacac ttatctcggg 1080 

gacccggcaa gggagaacga gatcttccct aacatgctgc agtttgcagg agcttgcggg 114 0 

attccagctg cgagagtgac gaagaaagaa gaactccgag aagctattca gacaatgctg 1200 

gatacaccag gaccatacct gttggatgtg atatgtccgc accaagaaca tgtgttaccg 1260 

atgatcccaa gtggtggcac tttcaaagat gtaataacag aaggggatgg tcgcactaag 1320 

tactgagaga tgaagctggt gatcgatcat atggtaaaag acttagtttc agtttccagt 1380 

ttcttttgtg tggtaatttg ggtttgtcag ttgttgtact acttttggtt gttcccagac 1440 

gtactcgctg ttgttgtttt gtttcctttt tcttttatat ataaataaac tgcttgggtt 1500 

ttttttcata tgtttgggac tcaatgcaag gaatgctact agactgcgat tatctactaa 1560 
tcttgctagg aaat 



1574 

<210> 3 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence to be used as a primer 
<400> 3 

cagctgtgct cgacgttgtc a 21 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence to be used as a primer 
<400> 4 

gccatgggtc acgacgagat 2Q 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Sequence to be used as a primer 
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<400> 5 

ggaaagctcg aggctttcgc t 

<210> 6 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence to be used as a primer 
<400> 6 

gccgcccaca tctgatgctg t 

<210> 7 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence to be used as a primer 
<400> 7 

tttggaggag tgagtt 

<210> 8 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence to be used as a primer 
<400> 8 

ctgccgagaa agtatc 

<210> 9 
<211^> 11 
<212^ DNA 

<213> Artificial Sequence 
<220> . 

<223> This sequence is the dispension order of 

nucleotides given in Example 1 of the application. 



<400> 9 
catcagagcg a 



11 



